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In the title compound, C 12 H 6 F 2 N 2 O 2 , the 2,2-difluoro-1,3benzodioxole ring system is approximately planar [maximum deviation = 0.012 (2) Å ] and its mean plane is twisted with respect to the pyrrole ring, making a dihedral angle of 2.51 (9) . In the crystal, N-HÁ Á ÁN hydrogen bonds link the molecules into chains running along the a axis.stacking is also observed between parallel benzene rings of adjacent molecules, the centroid-centroid distance being 3.7527 (13) Å .
Related literature
For background to the title compound, see: Li et al. (2009); Pfluger et al. (1990) . For the synthesis, see: Nyfeler & Ehrenfreund (1986 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
Comment
Fludioxonil also know as Maxim, which is kind of fungicide developed and produced by Novartis (Li et al., 2009; Pfluger et al., 1990) . Herein we report its structure.
In the title compound, phenyl and pyrrole ring are almost coplanar with a small dihedral angle of 2.51 (9)° ( Figure 1 ).
Intermolecular N-H···N hydrogen bonds link molecules into chains along [100] ( Figure 2 , Table 1 ).
Experimental
The title compound was prepared by the reaction of 2-cyano-3-(2,2-difluoro-1,3-benzodioxol-4-yl)-2-propenamide and tosylmethyl isocyanide under alkaline condition (Robert & Josef, 1986) . Colorless block crystals suitable for singl crystal X-ray diffraction were obtained by the recrystallization of title compound from a dichloromethane solution.
Refinement N-bound H atom was located in a differece Fourier map and positional parameters were refined, U iso (H) = 1.5U eq (N). Other H atoms were placed in calculated positions with C-H = 0.93 Å, and refined in riding mode with U iso (H) = 1.2U eq (C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (9) 0.0405 (9) 0.0070 (7) 0.0077 (7) 0.0078 (7) C6 0.0354 (8) 0.0514 (9) 0.0422 (9) 0.0057 (7) 0.0092 (7) 0.0078 (8) C7 0.0467 (10) 0.0838 (14) 0.0474 (11) 0.0123 (10) 0.0066 (8) 0.0252 (10) C8 0.0374 (8) 0.0470 (9) 0.0386 (9) 0.0068 (7) 0.0065 (7) 0.0072 (7) 
